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Abstract 

This study aimed at investigating the concept of bioinformatics 

which the secondary school teachers of Biology must have and finding out 

the level of understanding for the applications of the bioinformatics and 

their attitudes towards it. 

The problem of the study was defined in the following main 

question: 

"What is the level of understanding for the applications of the 

bioinformatics for the teachers of Biology at the secondary stage in Gaza 

Strip and the level of  their attitudes towards it?" 

The following are the sub-questions: 

1. What are the applications of the Bioinformatics that the teachers of 

Biology at the secondary stage in Gaza Strip have to understand? 

2. What is the level of understanding for the applications of the 

Bioinformatics for the teachers of Biology at the secondary school in 

Gaza Strip? 

3. What is the level of the attitudes of the teachers of Biology towards 

the applications of the bioinformatics in the secondary stage in Gaza 

Strip?  

4. Are there statistically significant differences on the level of 

understanding of the applications of bioinformatics different for the 

teachers of Biology due to the specialization (Science of Biology, 

education, etc.) at the secondary stage in Gaza Strip? 

5. Are there statistically significant differences on the level of 

understanding of the applications different for the teachers of Biology 

at the secondary stage in Gaza Strip due to gender (male- female)? 

6. Are there statistically significant differences on the level 

understanding of the applications of bioinformatics different for the 

teachers of Biology at the secondary stage in Gaza Strip due to the 

years of service (less than five , 6-10, more than 10)years? 

7. Is there a correlation between the level of understanding of the 

bioinformatics for the teachers of Biology and the level of their 

attitudes towards it for the teachers of Biology at the secondary stage 

in Gaza Strip? 

 



  
 
 

221 
 

The researcher adopted the descriptive approach and she prepared       

three instruments as the following: 

 The applications of the bioinformatics which the teachers of 

Biology at the secondary stage must know. 

 A test for measuring the level of understanding of the applications 

of the bioinformatics for the teachers of Biology at the secondary 

stage in Gaza Strip. The test included (47) multiple choice items. 

 An Attitude measurement towards applications of the 

bioinformatics for the teachers of Biology at the secondary stage in 

Gaza Strip that including (42) items. 

The researcher checked the validity and the reliability of test by 

applying it on a pilot study of (30) teachers. The study was applied on 

(112) teachers (male and female) who teach Biology at the secondary stage 

in Gaza Strip Directorates of Educations from Rafah to Beit Hannon in the 

second term of the academic year (2012-2011). 

In order to answer the questions of the study, data was collected, 

classified, organized and analyzed by using statistic packets for the social 

studied (Spss) where (t-test)was used for one sample, (t-test) for two 

independent samples, one way variation, Person coefficient correlation, 

split half, Kuderd Richardson and Cronbach's Alpha. 

The results were as the following: 

1.The level of understanding of the bioinformatics for the teachers of 

the Biology at the secondary stage in Gaza Strip, was less than the level 

of efficiency at(60%), it equal (40.6%). 

2. the level of the attitudes of the teachers of Biology towards the 

applications of bioinformatics at the secondary stage in Gaza Strip, was 

more than the level of efficiency at (60%), it equal (67.1%).  

3. There are no statistically significant differences at (α = 0.05 ) on the 

level of biology teachers understanding in the secondary level due to 

gender, specialization and years of service. 

4. There is no correlation between the level of understanding of the 

bioinformatics for the teachers of Biology and the level of their 
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attitudes towards it for the teachers of Biology at the secondary stage in 

Gaza Strip. 

In the light of the results, the researcher recommended following 

recommendations: 

The Ministry of Education has to hold in- service training courses to 

train teachers of Biology on different types of the bioinformatics and to 

reconsider the academic preparation programmes of the teachers of Biology 

at the Palestinian universities and to develop these programmes to cope 

with the scientific progress in the biological field. 

Moreover to make coordination between the faculties of science and 

the faculties of education to adopt every new in Biology and to enrich the 

curriculum of Biology for the secondary stage students with its applications 

due because of its importance in linking the Palestinians with the modern 

world.  
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